In mass spectra of native Art v 1 we have succeeded to resolve only few isoforms which are the most dominant individual isoforms in comparison to the rest of isoforms. Due to the extreme diversity, the rest of isoforms are represented individually in very low concentrations and therefore cannot be resolved from each other. According to the masses of resolved isoforms, ranging 12.5-13.5 kDa, they belong to Art v 1 fraction appearing as smaller set of peaks around 13 when analyzed by MALDI mass spectrometry. 2 In the study of Himly et al. 1 it was proposed that shorter set of isoforms (about 13 kDa) contain one short chain of arabinogalactan, while longer set of isoforms (14-16 kDa) contain longer one, or two, the same or different, arabinogalactan chains. From obtained mass signals with nArt v 1, they easily matched experimental masses in the range of 14-16 kDa with calculated molecular weights of Art v 1 proteins with one or two arabinogalactosyl chains, but they could not match obtained masses in the range 12.7-13.5 kDa with any of the calculated masses. However, in their further study these authors 2 proposed two models of glycan on Art v 1, the simple version having solely β-arabinose residues, which give a mass of 13 kDa, and the complex version, equipped additionally with an arabinogalactan polysaccharide resulting in a mass of 15 kDa. In contrast to their model, we have found isoforms (12.5-13.5 kDa) which contained arabinogalactan. Our isoforms contained 2-4 galactose , with far the most dominant glycans containing 3 galactose. These results are in accordance to the findings of these authors who detected dominant mass of trigalactosyl-Hyp and smaller peaks of additional di-and tetragalactosyl series after basic and limited acid hydrlyisis of native Art v . 2 Our detected isoforms with 3 galactosyl residues contained in addition 12, 13 and 14 of arabinose residues, while for di-gaslactosyl and tetra-galactosyl series the number of arabinose was found to be 9-12 and 14, respectively. In comparison to MALDI-TOF, nLC -LTQ-Orbitrap method can much better provide resolved individual masses of such complex mixture of isoforms, not only averaged masses. For example, peaks originating from isoforms with the same glycan composition, but with small amino acid variations are resolved by nLC -LTQ-Orbitrap mass spectrometry ( Fig S1) . According to all these data it can be concluded that shorter Art v 1 isoforms (12.5-13.5 kDa) can bear arabinogalactan chain containing 2-4 galactose, with far dominant tri-galactosyl series. Of course, short isoforms containing solely β-arabinose are possibly present in non-resolved part of mass spectra and their existence cannot be excluded. After 48 h peptide 19 is still the most abundant peptide, and peptide 22 appears (5344 Da). Peptide 22 is peptide 19 shortened by N-terminal dipeptide Leu-Cys. This suggests that even after 48 h of digestion defensin domen is still resistant to degradation due to its compact structure. Peptides 3, 5, 6 and 8 disappear. 
